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Role of microRNAs in the pathogenesis and therapy of post-traumatic stress
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Abstract

The incidence rate of post-traumatic stress disorder (PTSD) in the general population ranges from
4% to 8%. Despite the increasing diversification of treatment methods, achieving satisfactory long-term
effects remains challenging. MicroRNAs (miRNAs, miRs) may underlie many molecular changes observed
in PTSD pathogenesis, making their downstream genes potential targets for PTSD treatment. This review
introduces the role of miRNAs in the pathogenesis of PTSD, specifically within the amygdala-hippocampus
-prefrontal cortex circuit and the hypothalamicpituitary-adrenal axis, summarizes the latest evidence on
the role of miRNA in ameliorating PTSD related anxiety and depression-like behaviors and their potential
in targeted gene therapy, and highlights current limitations in related research, aiming to provide new
possibilities for future applications of miRNA in PTSD.

Key Words Post-Traumatic Stress Disorder; MicroRNA ; Biomarker

B 5 5 B B % (post-traumatic stress disor- A7 PURAZ O fE AR BE A48 - Q105 1 = 14 09 T8 [0 5 [l ki
der, PTSD) & — A #ft 0o B S5 , FLIlfe PR R B 32 22 55600 05 A O 0 R, ST JBRRR R 5 O 5 R IA A

IR SRR WL AT R TR T E (5 : 2022BCA039); A A S SR = MU I S T H (45 : 19YTA880027)

PEE B A AW, 40, 2000—, BE 2R A, 5 20 DA S B DA 0 IR 5 K BI040 S 7 ¥4I % (4 BF 5T, E-maail : Kinging1023@163. com

BEIEE AREN, 5, 1978— B4, AR BT, 3222 AR 7R S B Wl PR3 DA R0 B3 5 J5 6] 475 i o7 8 I 65 19 22 9 AL 1) 1R 392 3 T
5% ,E-mail: xzhp14@sina. com



409 1

XA, 5 microRNA 72845 J5 W 8 B 13 22 8 ML) K 3697 Hh i 4 1225

WOAR R M R B — T0USE T 4 [ 460 1A
LM AT 2= 5T R WL, PTSD 1y U 2 1F & 4F
e gt Wtk CBAR R R RS R IR
AEEm B, B SZHEBRE KE
WA Bl A AR R R O

JLE PTSD M AH WG A 2, {5 FL 24K &k Bl
FAAI T . HEE EIAS PTSD kLS5 TF
PR A G (1) I 45 18 K T RE A2 40, AH G 1 O 58 K fik
X 380 A7 1 4 2 )2 (prefrontal cortex, PFC) ¥ 1
¥ i I R T [l B 2 A (2) M2 N 4 W R B R
U, FEA T B - RS LR S Chypothalamicpi-
tuitary-adrenal axis, HPA) 7 J 4% 5 (3) ™ AN 554
O R EEN AR D AN Z B E R
N G E R T B 4 5 (4) 38t , 3 22 i 58 R W) N AR AF
15— 86 35t % &) K ], I FK506 45 & & 1 5
(FK506-binding proteins 5, FKBP5) | fixi I 1 #h 48 %
7% [ ¥ (brain-derived neurotrophic factor, BDNF) |
5-F2 0 e F G0 HE DR SOl B B R 2 AR BRI R 4055
OHNRYT W ENAR T M 25 PR T 22 PTSD (1% Wik
JP vk . Hod O HENR T RESE N PTSD 1Y — 44
7 T B W LA T 0T Gl G 5 ph 28 5 BT A R, IR
S0 DX B T R AR IR A 5 R R 508 € i P 45 O
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2P RE X PTSD 14 45 2 e R AR5 Bl 37 a7

AT, NTIEFESS J148 78 PTSD (AR W24 30
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AW bR AW, S e s 3 R Y AT B ML 4R T
£ 2%, microRNA(miRNA,miR) & —K K #E 2
18~22 bp # ik 9L Ji i RNA 20 T, fEM A R G
ZREITEMEZREN KT MABE T EE 2
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J& 5 H BRI mRNA 419 3'9E §H3 X s Ik 3"
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8 DLV FBH R85, 52 e 28 11 0T 1 A

miRNA 75 45t Rk Ir U2 rE, B fe 5
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SrHT L BRIESE T miRNA 7R 5 A A PFC IX
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P2 AT, S 5B R R 5R Y s Dicerl 1 3
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iE AR, ELE IR 0 ™ E R 5 HPA Bl 25 16 % D) AR
Ko 2 M A3 7 ORI R, A% PFC i
() P 28 O 24 A5 36 2 B, i HPA Sl {2 o b
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U B PTSD IR Y7 # 0 S

miR-132 75 &K & 11 248 28 58 S R Y AS [a) [X.
BRIk, IR S5 A& M X 28 2R G800 0 B
FE OS2 T 2 ik 2% 2] 1042 U7 TH B 5 B 2 B0 miRNA
Z—, il GABA 12 8 F I 1(GABA trans-
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A AR A T DA I Y N O T 0 R R
16T P £ FE I, R i b miR-34c £ JH R, CRFR1
2R BEAK . AR Z 3t KX Be , 5 0B AT S 1% A 15 5
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. 5 Z AR BUE S R B S X CRFR1
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S AT [ B b 90 0 AR B K AR 9 KRR ) miR-34¢ 7K
-, B AR EREAT N MO B miR-34c AT fE S Y
JO7 38 B2 % e PTSD iy 6 8 5y Ik R 7 (X b
B 25 78 A0 %8 R 78 IV B miR-34b #B i) CRFR1 (1) 1
P ke
2.2 miRNA #8[5 FKBP5 &£ & FKBP5 & —fl5
FK506 45 4 19 AR 85 1, Bl % A1 % 09 3 1< 3R 8 4
L& GR B4 B R (2 — )2 5 0 30 56 B D& g
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A PR . B RS BUR v B HSPIO AH B
ER, T3 GRA S ME 5 & 5, i FKBPS T 4 7]
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AUEYE Y E W FKBPS 7E#E & | T i b il 2
55 miR-15a-5p .miR-511-5p 1 miR-497a-5p & &
FAOHSC T R, b miR-511 € 8% E B 7
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£, GR AT DL o B 3 45 A miR-511 % (5 B 3T 9
GC R T miR-511 il 323k , ol 25 1 384 2 7 11
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miR-690 [ 1K 1 2 14 im0 2R HWG 35 A = i 6
% 3 77 12 %% miR-690 1 3t 2 /N B PFC J5 , i & ik
miR-690 A4 /)N B EL s 7 X 18 41 ¢ 80 1 O 26 10 AR A
TR B, 6 7 S8 A B A S R
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R 22 F A E i 1 B, AR AT PTSD
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MR R TERME D 5. RER
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PURER A -SSP i L R R = S P R a2
P25 AR ) 2 T AR T AR B 2 i — 2
TEAR s WA (1 PTSD A5 9 b 72 9 114 32 filt A0 5% AL 40F
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